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FORMAT OF THE
WORKSHOP

The workshop will bring together
17 speakers and a maximum of 50
participants (including speakers).
The scientific programme will start
in the morning of Monday, October
8, and will end around noon on
Wednesday, October 10. Ample time
for informal discussion will be
reserved. Participants will be invited
to present a poster.

VENUE OF THE
WORKSHOP

The workshop will be held in Baeza,
at the “Sede Antonio Machado’, a
AVIl century building turned into a
Conference Centre of the
Universidad Internacional de
Andalucia (UNIA). This Seat includes
a recently restored residence, where
participants will be accommodated.
Baeza is a World Historic Heritage
town, renowned for its Renaissance
and Gothic buildings.

Universidad Internacional
de Andalucia

Sede Antonio Machado
Palacio de Jabalquinto
Plaza de Santa Cruz, s/n.
23440 Baeza (Jaén), Spain

SCOPE

More than 95% of the human genome
sequence is non-coding, i.e. does not
instruct the synthesis of proteins.
This vast amount of DNA sequence
contains the genes for a multitude
of non-coding RNAs, as well as DNA
sequences directing when, where,
and how much each of the proteins
and non-coding RNAs will be
expressed. At present, we have a
remarkably fragmentary and
incomplete understanding of how
these regulatory sequences operate.
This workshop aims at defining the
strategies to be followed towards
understanding the function of non-
coding regulatory DNA in
development, evolution and human
disease, by gathering some of the
leading experts in the field of gene
expression regulation, bioinformatics
and genomics. The workshop will
cover topics such as the
development of bioinformatics
approaches to identify regulatory
sequences and to build regulatory
networks, functional comparative
genomic and deletion studies, the
characterization of regulatory
sequences in animal models and
other roles of non-coding DNA in
development, evolution and genetic
diseases.

Tel: +34 953 74 2775,
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MORE INFORMATION

AND APPLICATION

http://www.unia.es/BiomedicinelWlorkshops/workshops2007.htm
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